SCORE Search Results Details for Application 10619779 and Search Result us-10-619-7... Page 1 of 1 



Database : A_Geneseq_8 : * 

1: geneseqpl980s : * 

2: geneseqpl990s : * 

3 : geneseqp2 00 Os : * 

4 : genes eqp2 00 Is : * 

5: geneseqp2 002s : * 

6: geneseqp2 003as : * 

7: geneseqp2 003bs : * 

8: geneseqp2 004s : * 

9: geneseqp2 005s : * 

10: geneseqp20 06s : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 



No. 


Score 


Match 


Length 


DB 


ID 


Description 


1 


1605 


100 . 0 


317 


8 


ADH0124 2 


AdhO 1242 


Alpha -ket 


2 


595 


37.1 


319 


7 


ADC96588 


Adc 96 58 8 


E. faeciu 


3 


593 . 5 


37 .0 


312 


9 


ADV16 66 4 


Advl6 664 


E. faeciu 


4 


593 . 5 


37 .0 


326 


7 


ADC95 77 6 


Adc 95 77 6 


E. faeciu 


5 


575.5 


35 .9 


312 


5 


ABB54660 


Abb54 66 0 


Lactococc 


6 


559 


34 .8 


345 


7 


ADH86803 


A dh 86 803 


Enterococ 


7 


558. 5 


34 .8 


301 


8 


ADM93781 


Adm93 781 


Enterococ 


8 


551.5 


34 .4 


302 


9 


ADV16488 


Advl6488 


E. faecal 


9 


551 


34 .3 


307 


5 


ABP28447 


Abp 2844 7 


Streptoco 


10 


551 


34 .3 


307 


8 


ADV88550 


Adv 8855 0 


Streptoco 


11 


551 


34 .3 


307 


8 


ADV81 95 8 


Adv 8195 8 


Streptoco 


12 


551 


34 .3 


307 


8 


ADV79803 


Adv 79803 


Streptoco 


13 


541 


33 .7 


307 


5 


ABP28448 


Abp2844 8 


Streptoco 



http://es/ScoreAccessWeb/GetItem. action? Appld= 1 06 1 9779&seqld=62 1 244&ItemName=us. .. 9/12/06 




SCORE Search Results Details for Application 10619779 and Search Result us- 10-6 19-7... Page 1 of 1 



Database : Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep: * 

3 : /EMC_Celerra_SIDS3 /ptodata/2/ iaa/7_COMB . pep: * 

4 : / EMC_Celerra_SIDS3 /ptodata/2 / iaa/H_COMB . pep : * 

5 : /EMC_Ce lerra_SIDS3 /ptoda ta/2 /iaa/PCTUS_COMB . pep : * 

6 : / EMC_Ce lerra_SIDS3 /ptodata/2 / iaa/RE_COMB .pep : * 

7 : / EMC__Ce le rr a_SIDS3 /ptodata/2 /iaa/backf lies 1 . pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result Query 



NO . 


Score 


Match 


Length 


DB 


ID 


Description 




1 


595 


37. 1 


319 


2 


US-09-107 -532 A- 621 5 


Sequence 


6215, 


Ap 


2 


593 . 5 


37.0 


326 


2 


US - 09-107 - 532A-5403 


Sequence 


5403 , 


Ap 


3 


559 


34.8 


345 


2 


US-09-134 -000C-468 8 


Sequence 


4688, 


Ap 


4 


474 


29.5 


279 


2 


US-09-134 - 000 C- 543 0 


Sequence 


5430, 


Ap 


5 


461. 5 


28.8 


313 


2 


US-09 -710 -279 -2568 


Sequence 


2568, 


Ap 


6 


461.5 


28 .8 


317 


2 


US-09-134 -001C-3366 


Sequence 


3366, 


Ap 


7 


460 


28 .7 


243 


2 


US-09-134 -OOOC-3753 


Sequence 


3753 , 


Ap 


8 


254 . 5 


15.9 


306 


2 


US-09-489 -039A-13474 


Sequence 


13474 


, A 


9 


219 . 5 


13 .7 


315 


2 


US -09 -252 -991 A- 24 3 52 


Sequence 


24352 


, A 


10 


211. 5 


13 .2 


320 


2 


US-09-543 - 681 A- 614 6 


Sequence 


6146, 


Ap 


11 


198 


12.3 


281 


2 


US-09-902 -540 -11701 


Sequence 


11701 


, A 


12 


174 . 5 


10.9 


358 


2 


US -09 -248 -796 A- 159 76 


Sequence 


15976 


, A 


13 


173 . 5 


10 .8 


319 


2 


US -09 -252 - 991A-30187 


Sequence 


30187 


, A 


14 


170 


10.6 


359 


2 


US-09-538 -092-111 


Sequence 


111, . 


App 


15 


158 . 5 


9.9 


300 


2 


US-09-710 -279 -1420 


Sequence 


1420, 


Ap 


16 


158 . 5 


9.9 


317 


2 


US-09-134 -001C-453 7 


Sequence 


4537, 


Ap 



http://es/ScoreAccessWeb/Get!tem.action?AppId= 1 06 1 9779&seqld=62 1 245&ItemName=us. . . 9/12/06 




SCORE Search Results Details for Application 10619779 and Search Result us-10-619-7... Page 1 of 1 



Database : Publ ished_Applications_AA_Main: * 

1 : /EMC_Celerra_SIDS3 /ptodata/2/pubpaa/US07_PUBCOMB .pep : * 

2 : / EMC_Ce lerr a_SIDS3 /ptoda ta /2 /pubpaa/US 08_PUBCOMB . pep : * 

3 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpaa/US 09_PUBCOMB. pep :* 

4 : / EMC_Celerra_SIDS3 /ptodata/2 /pubpaa/US 10A_PUBCOMB. pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB . pep: * 

6 : / EMC_Celerra_SIDS3 /ptodata/2 /pubpaa/US 11_PUBC0MB .pep : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



% 



SUMMARIES 



Result Query 



NO. 


Score 


Match 


Length 


DB 


ID 


Description 


1 


1605 


100.0 


317 


4 


US-10 -619 -779 -2 


Sequence 


2, Appli 


2 


461. 5 


28 .8 


313 


5 


US-10 -793 -626 -2568 


Sequence 


2568, Ap 


3 


461.5 


28 .8 


317 


4 


US-10-724 -972A-4872 


Sequence 


4872, Ap 


4 


24 8 


15 .5 


300 


3 


US-09-738 -626 -4711 


Sequence 


4711, Ap 


5 


248 


15 . 5 


300 


6 


US-11-055 -822 -536 


Sequence 


536, App 


6 


24 8 


15 .5 


300 


6 


US-11 -055 -822 -630 


Sequence 


630, App 


7 


243 . 5 


15 .2 


323 


4 


US-10-156-761-9372 


Sequence 


9372, Ap 


8 


183 


11 .4 


298 


5 


US-10 -984 -449 -30 


Sequence 


3 0 , App 1 


9 


171. 5 


10 .7 


318 


6 


US-11-079-463-5732 


Sequence 


5732, Ap 


10 


158.5 


9 . 9 


300 


5 


US-10 -793 -626 -1420 


Sequence 


1420, Ap 


11 


158.5 


9 . 9 


317 


4 


US-10 -724 -972A-5107 


Sequence 


5107, Ap 



http://es/ScoreAccessWeb/GetItem.action?AppId= 1 06 1 9779&seqld=62 1 246&ItemName=us.. . 9/12/06 
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Database : Published_Applications_AA_New : * 

1 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US09_NEW__PUB .pep : * 

2 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US06_NEW_PUB .pep :* 

3 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US07JSIEW_PUB .pep :* 

4 : /EMC_Celerra_SIDS3 /ptodata/l/pubpaa/US08_NEW_PUB .pep : * 

5 : /EMC_Celerra_SIDS3 /ptodata/l/pubpaa/PCT_NEW_PUB . pep: * 

6 : /EMC__Celerra_SIDS3 /ptodata/l/pubpaa/US10_NEW_PUB .pep : * 

7 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/USll_NEW_PUB .pep :* 

8 : / EMC_Ce lerra_SIDS3 /ptodata/l/pubpaa/US60_NEW_PUB .pep : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 



NO. 


Score 


Match 


Length 


DB 


ID 


Description 




1 


501.5 


31.2 


311 


6 


US-10 -471 -571A-5274 


Sequence 


5274 , 


Ap 


2 


203 . 5 


12.7 


286 


6 


US -10-471-571A-3792 


Sequence 


3792 , 


Ap 


3 


111.5 


6.9 


385 


7 


US-11-056 -355B-65027 


Sequence 


65027, 


A 


4 


111.5 


6 .9 


422 


7 


US -11-056 -355B-65026 


Sequence 


65026, 


A 


5 


110 


6 .9 


379 


7 


US -11 -056 -355B- 650 28 


Sequence 


65028, 


A 


6 


109 


6 .8 


570 


7 


US-11-330 -403 -15658 


Sequence 


15658, 


A 


7 


108 . 5 


6 .8 


274 


7 


US-11-330-403-16533 


Sequence 


16533 , 


A 


8 


103 


6 .4 


567 


7 


US-11-330 -403 -12689 


Sequence 


12689, 


A 


9 


100 


6 .2 


339 


7 


US-11-282 -498-10 


Sequence 


10, Appl 


10 


99 


6 .2 


573 


7 


US-11-330 -403 -12427 


Sequence 


12427, 


A 


11 


97.5 


6 .1 


308 


7 


US-11-330 -403 -10558 


Sequence 


10558 , 


A 


12 


97.5 


6.1 


308 


7 


US-11-330 -403 -16566 


Sequence 


16566, 


A 


13 


97 


6 .0 


349 


7 


US-11-330 -403 -9576 


Sequence 
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SCORE Search Results Details for Application 10619779 and Search Result us-10-619-7... Page 1 of 1 



Database : PIR_80:* 

1 : pirl : * 

2: pir2 : * 

3 : pir 3 : * 

4 : pir4 : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 



No . 


Score 


Match 


Length 


DB 


ID 


Description 


1 


724 


45. 1 


305 


2 


AC0 82 8 


probable oxidoredu 


2 


575.5 


35.9 


312 


2 


C86790 


2 -dehydropantoate 


3 


497.5 


31.0 


311 


2 


D90046 


hypothetical prote 


4 


349.5 


21.8 


307 


2 


D97261 


ketopantoate reduc 


5 


340.5 


21.2 


301 


2 


H71011 


probable thiamin b 


6 


317 . 5 


19 . 8 


300 


2 


H75119 


probable 2 -dehydro 


7 


314 


19.6 


310 


2 


A70449 


hypothetical prote 


8 


311.5 


19 .4 


294 


2 


F69461 


thiamin biosynthes 


9 


268 . 5 


16 . 7 


296 


2 


D82092 


2 -dehydropantoate 


10 


263 


16 .4 


303 


2 


D84230 


hypothetical prote 


11 


255 . 5 


15 . 9 


303 


2 


AC 03 8 5 


2 -dehydropantoate 


12 


248.5 


15 . 5 


337 


2 


T31129 


hypothetical prote 


13 


242 . 5 


15.1 


323 


2 


T35004 


probable oxidoredu 


14 


239.5 


14 . 9 


303 


2 


G90688 


hypothetical prote 


15 


239.5 


14 . 9 


303 


2 


C85539 


hypothetical prote 


16 


235.5 


14 . 7 


303 


2 


A64772 


ketopantoate reduc 



http://es/ScoreAccessWeb/GetItem.action?AppId=10619779&seqId=621250&ItemName=us... 
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SCORE Search Results Details for Application 10619779 and Search Result us- 10-6 19-7... Page 1 of 1 



Database : UniProt_7 . 2 : * 

1: uniprot_sprot : * 

2 : uniprot_trembl : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result Query 



NO . 


Score 


Match 


Length 


DB 


ID 


Description 


1 


726 


45.2 


305 


2 


Q5PI J 0_SALPA 


Q5pi j 0 


salmonella 


2 


724 


45 . 1 


305 


2 


Q8Z4L0_SALTI 


Q8z4l 0 


salmonella 


3 


723 


45 .0 


305 


2 


Q8ZN23 SALTY 


Q8zn2 3 


salmonella 


4 


714 


44 .5 


305 


2 


Q5 7LD 8_SALCH 


Q571d8 


salmonella 


5 


662 


41 .2 


312 


2 


Q38ZN5_LACSS 


Q38 zn5 


lactobaci 11 


6 


613 . 5 


38 .2 


308 


2 


Q8XMA4_CLOPE 


Q8xma4 


Clostridium 


7 


603 


37 .6 


313 


2 


Q831Q5_ENTFA 


Q831q5 


enterococ cu 


8 


593 . 5 


37 . 0 


312 


2 


Q3Y316_ENTFC 


Q3y3 1 6 


enterococ cu 


9 


591.5 


36 .9 


312 


2 


Q8KUB 0_ENTFA 


Q8kub0 


enterococ cu 


10 


575.5 


35 . 9 


312 


1 


PANE^LACLA 


Q9cfy8 


lactococcus 


11 


567. 5 


35 .4 


306 


2 


Q301F4_STRSU 


Q3 0 If 4 


streptococc 


12 


559 


34 .8 


313 


2 


Q8 34 J 5_ENTFA 


Q83 4 j 5 


enterococ cu 


13 


551 


34 .3 


307 


2 


Q3 CZI 3_STRAG 


Q3czi3 


streptococc 


14 


551 


34 .3 


307 


2 


Q3 D6Z 0_STRAG 


Q3d6z0 


streptococc 


15 


551 


34 .3 


307 


2 


Q3DFS4_STRAG 


Q3df s4 


streptococc 


16 


551 


34 .3 


307 


2 


Q3 DJ7 1_STRAG 


Q3d j 7 1 


streptococc 


17 


551 


34 .3 


307 


2 


Q3DV4 5_STRAG 


Q3dv4 5 


streptococc 



http://es/ScoreAccessWeb/GetItem.action?AppId=l 06 1 9779&seqld=62 1 25 1 &ItemName=us.. . 
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SCORE Search Results Details for Application 10619779 and Search Result us-10-619-7... Page 1 of 1 



Database : GenEmbl:* 

1 : gb_env : * 

2 : gb_pat : * 

3 : gb_ph : * 

4 : gb__pl : * 

5 : gb_pr : * 

6 : gb_ro : * 

7 : gb_St S : * 

8 : gb_sy : * 

9 : gb_un : * 



10 


gb_v i : * 


11 


gb_ov : * 


12 


gb_htg : 


13 


gb_in : * 


14 


gb_om: * 


15 


gb_ba : * 



Pred. No. is ,the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result Query 





NO. 


Score 


Match 


Length 


DB 


ID 




Description 




1 


954 


100.0 


954 


2 


CQ761047 




CQ761047 Sequence 




2 


785 


82 .3 


785 


2 


CQ 7 6105 7 




CQ761057 Sequence 




3 


198.8 


20.8 


110000 


15 


CR936503 


_0 0 


CR936503 Lactobaci 




4 


189.8 


19 . 9 


110000 


15 


BA000016 


_0 9 


Continuation (10 o 




5 


187.4 


19.6 


9749 


2 


BD193560 




BD193 56 0 Enterococ 


c 


6 


187.4 


19.6 


110000 


15 


AE016830 


_0 4 


Continuation (5 of 




7 


187.4 


19.6 


110000 


15 


CP000026 


_0 3 


Continuation (4 of 


c 


8 


187.4 


19.6 


153571 


15 


AF454824 




AF 4 5 4 8 24 Enterococ 




9 


184 . 2 


19.3 


110000 


15 


AE014613 


_ 03 


Continuation (4 of 


c 


10 


184 . 2 


19.3 


145050 


15 


AL627275 




AL627275 Salmonell 




11 


182 . 8 


19 .2 


110000 


15 


AE016830 


_2 3 


Continuation (24 o 


c 


12 


182 . 6 


19 . 1 


20897 


15 


AE008817 




AE 0 0 8 817 Salmonell 


c 


13 


182 . 6 


19 . 1 


110000 


15 


AE017220 


_2 7 


Continuation (28 o 




14 


173 . 4 


18 .2 


93 9 


2 


CQ969768 




CQ969768 Sequence 




15 


173 . 4 


18 .2 


981 


2 


AR347138 




AR347138 Sequence 




16 


168.2 


17 .6 


906 


2 


CQ 969 4 3 8 




CQ96943 8 Sequence 



http://es/ScoreAccessWeb/GetItem.action?AppId=10619779&seqId=6221 17&ItemName=us... 9/12/06 




SCORE Search Results Details for Application 10619779 and Search Result us-10-619-7... Page 1 of 1 



Database 

1 : 
2 : 

3 : 

4 : 

5 : 

6 : 

7 : 

8 : 

9 : 

10 
11 
12 

13 

14 

15 



N_Geneseq_8 : * 

geneseqnl980s : * 
geneseqnl990s : * 
genes eqn2 00 Os : * 
geneseqn2 OOlas : * 
geneseqn2 00 lbs : * 
geneseqn2 002as : * 
geneseqn2 002bs : * 
geneseqn2 0 0 3as : * 
geneseqn2 003bs : * 
geneseqn20 03 cs : 
geneseqn20 03ds : 
geneseqn20 04as : 
geneseqn20 04bs : 
geneseqn20 05 s : * 
geneseqn20 06 s : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No . 


Score 


Que ry 
Match 


Length 


DB 


ID 


Description 


1 


954 


100.0 


954 


12 


ADH01241 


Adh01241 Alpha-ket 


2 


785 


82 .3 


785 


12 


ADH01251 


AdhO 1251 Alpha-ket 


3 


187.4 


19 .6 


9749 


2 


AAX13 091 


Aaxl3 09 1 Enterococ 


4 


187. 4 


19 .6 


9749 


6 


ABS98 88 6 


Abs 98 88 6 Enterococ 


5 


173 . 4 


18 .2 


93 9 


14 


ADV16648 


Advl 66 4 8 Enterococ 


6 


173 . 4 


18 .2 


981 


10 


ADC92122 


Ad c 9 2 1 2 2 E. faeciu 


7 


168 . 2 


17 . 6 


906 


14 


ADV16318 


Advl 63 18 E. faecal 


8 


167.4 


17 .5 


2974 


2 


AAX13359 


Aaxl3359 Enterococ 
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SCORE Search Results Details for Application 10619779 and Search Result us-10-619-7... Page 1 of 1 



Database : Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3 /ptodata/2 /ina/l_COMB . seq : * 

2 : /EMC_Celerra_SIDS3 /ptodata/2 / ina/5_COMB . seq : * 

3 : /EMC_Celerra_SIDS3 /ptodata/2/ina/6A_COMB . seq : * 

4 : /EMC_Celerra_SIDS3 /ptodata/2 /ina/6B_COMB . seq : * 

5 : /EMC_Celerra_SIDS3 /ptodata/2 /ina/7_COMB. seq: * 

6 : /EMC_Celerra_SIDS3 /ptodata/2 / ina/H_COMB .seq: * 

7 : /EMC_Celerra_SIDS3 /ptodata/2 / ina/PCTUS_COMB .seq: * 

8 : /EMC_Celerra_SIDS3 /ptodata/2 /ina/PP_COMB . seq : * 

9 : /EMC_Celerra_SIDS3 /ptodata/2 / ina/RE_COMB . seq : * 

10 : /EMC_Celerra_SIDS3/ptodata/2/ina/backf ilesl . seq : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 



No . 


Score 


Match 


Length 


DB 


ID 


Description 




1 


173 .4 


18 . 2 


981 


3 


US -09 -107 - 532 A- 174 9 


Sequence 


1749 


, Ap 


2 


164 . 2 


17 . 2 


1038 


3 


US -09 -134 - 000 C- 128 3 


Sequence 


1283 


, Ap 


3 


154 . 4 


16 .2 


84 0 


3 


US -09 -134 -000 C- 202 5 


Sequence 


2025 


, Ap 


4 


152.4 


16 . 0 


960 


3 


US -09-107 -532A-2561 


Sequence 


2561 


, Ap 


5 


150 


15 .7 


732 


3 


US-09-134 -000 C- 348 


Sequence 


3 4 8, 


App 


6 


13 5. 6 


14 .2 


3059 


3 


US-09-710 -279 -3651 


Sequence 


3651 


, Ap 


7 


13 5. 2 


14 .2 


9072 


3 


US-08 -956 -171E-45 


Sequence 


45, 


Appl 


8 


135.2 


14 .2 


9072 


3 


US -08-781 -986A-45 


Sequence 


45 , , 


Appl 


9 


133.8 


14 . 0 


942 


3 


US-09 -710 -279 -2567‘ 


Sequence 


2567 


, Ap 


10 


133.8 


14 . 0 


954 


3 


US-09 -134 - 001 C- 529 


Sequence 


529, 


App 


11 


49 


5 . 1 


564 


3 


US-09 -248 -796 A-356 7 


Sequence 


3567 


, Ap 


12 


41.2 


4 .3 


1200 


3 


US -09 -24 8 -7 96 A- 3 981 


Sequence 


3981 


, Ap 
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SCORE Search Results Details for Application 10619779 and Search Result us-10-619-7... Page 1 of 1 



Database : Published_Applications_NA_Main: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_PUBCOMB .seq:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US08_PUBCOMB .seq:* 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09A_PUBCOMB. seq:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US09B_PUBCOMB. seq: * 

5 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US 09C_PUBCOMB . seq : * 

6 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US 10A_PUBCOMB. seq: * 

7 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US 10B_PUBCOMB. seq: * 

8 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US10C_PUBCOMB. seq: * 

9 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US 10D_PUBCOMB. seq:* 

10: /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10E_PUBCOMB .seq: * 

11: /EMC_Celerra_SIDS3/ptodata/2/pubpna/US10F_PUBCOMB . seq: * 

1 2 : /EMC_Cel erra_S IDS 3 /pt odat a/ 2 /pubpna /US1 OG_PUBCOMB . seq : * 

1 3 : /EMC_Cel er ra_S IDS 3 / pt odat a/ 2 /pubpna /US1 1A_PUBC0MB . seq : * 

14 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllB_PUBCOMB .seq: * 

15 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllC_PUBCOMB -seq: * 

16 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/USllD_PUBCOMB .seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No . 


Score 


Query 

Match 


Length 


DB 


ID 


Description 


1 


954 


100. 0 


954 


8 


US-10-619-779-1 


Sequence 1, Appli 


2 


785 


82 .3 


785 


8 


US-10-619 -779 -11 


Sequence 11, Appl 


3 


187.4 


19 .6 


9749 


3 


US-09-070 - 927 A- 154 


Sequence 154, App 


4 


167.4 


17 . 5 


2974 


3 


US-09-070 - 927 A- 422 


Sequence 422, App 


5 


13 5.6 


14 .2 


3059 


10 


US-10 -793 -626-3651 


Sequence 3651, Ap 


6 


135.2 


14 .2 


9072 


2 


US-08 -781 -986A-45 


Sequence 45, Appl 


7 


135.2 


14 .2 


9072 


8 


US-10-329 -624 -45 


Sequence 45, Appl 


8 


133 . 8 


14 . 0 


942 


10 


US-10-793-626-2567 


Sequence 2567, Ap 


9 


133 . 8 


14 . 0 


954 


8 


US -10 -724 -972 A- 1100 


Sequence 1100, Ap 
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Database : Published_Applications_NA_New : * 

1 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US09_NEW_PUB . seq : * 

2 : /EMC_Celerra_SIDS3 /ptodata/2/pubpna/US06_NEW_PUB . seq : * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US07_NEW_PUB .seq:* 

4 : / EMC_Celerra_SIDS3 /ptodata/2/pubpna/US08 JSfEW_PUB . seq : * 

5 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpna/ PCT_NEW_PUB . seq: * 

6 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpna/US10_NEW_PUB .seq : * 

7 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpna/ US 11_NEW_PUB . seq : * 

8 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpna/USll_NEW_PUB . seql : * 

9 : /EMC_Celerra_SIDS3 /ptodata/2 /pubpna/ US 11_NEW_PUB . seq2 : * 

10 : /EMC_Celerra_SIDS3/ptodata/2/pubpna/US60_NEW_PUB. seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No . 


Score 


Query 

Match 


Length 


DB 


ID 


Description 


1 


153 .6 


16 . 1 


924 


9 


US-11-348 -413 -7959 


Sequence 


7959, Ap 


2 


135.2 


14 .2 


933 


6 


US -10 -471 -571A-5273 


Sequence 


5273, Ap 


3 


133.4 


14 . 0 


942 


9 


US-11-348 -413 -12700 


Sequence 


12700, A 


4 


132 


13 .8 


924 


9 


US-11-348 -413 -733 


Sequence 


733, App 


5 


40.6 


4 .3 


1323 


6 


US -10-471 -571A-5587 


Sequence 


5587, Ap 


6 


38.2 


4 . 0 


1389 


8 


US-11-217 -529 -77691 


Sequence 


77691, A 


7 


37.4 


3 . 9 


2412 


8 


US-11-217-529 -82371 


Sequence 


82371, A 


8 


37.2 


3 . 9 


770 


6 


US-10-449-902 -15810 


Sequence 


15810, A 


9 


37.2 


3 . 9 


2576 


6 


US-10-449 -902 -14913 


Sequence 


14913, A 


10 


36.2 


3 .8 


113 7 


9 


US-11-348 -413 -1407 


Sequence 


1407, Ap 


11 


35.8 


3 .8 


660 


8 


US -11 -2 66 -74 8 A- 3 00 70 5 


Sequence 


300705 , 


C 12 


35.8 


3 .8 


10044 5 


9 


US-11-021 -837 -40 


Sequence 


40, Appl 


13 


35.6 


3 .7 


1594 


9 


US-11-218 -305 -7873 


Sequence 


7873, Ap 


14 


35.6 


3 .7 


1719 


6 


US -10 -471 -571 A- 5367 


Sequence 


5367, Ap 


15 


35.4 


3 .7 


702 


9 


US-11-348 -413 -14067 


Sequence 


14067 
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Database : EST:* 

1: gb_estl:* 

2 : gb_est3 : * 

3 : gb_est4 : * 

4 : gb_est5 : * 

5 : gb_est6 : * 

6 : gb_htc : * 

7 : gb_est2 : * 

8 : gb_est7 : * 

9 : gb_est8 : * 

10: gb_est9:* 

11: gb_gssl:* 

12: gb_gss2:* 

13: gb_gss3:* 

14: gb_gss4:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed/ 
and is derived by analysis of the total score distribution. 



% 



SUMMARIES 



Result Query 





NO . 


Score 


Match 


Length 


DB 


ID 


Description 




1 


44 


4 . 6 


586 


13 


CZ 83 4246 


CZ834246 OC Ba021 




2 


42 


4 .4 


440 


5 


CJ346415 


CJ346415 CJ346415 


c 


3 


41.4 


4 .3 


628 


11 


BH761007 


BH761007 BMBAC3 18 E 




4 


41 


4 .3 


424 


13 


CZ835756 


CZ835756 OC Ba021 


c 


5 


40.8 


4 .3 


868 


14 


CR168374 


CR168374 Forward s 


c 


6 


40.8 


4 .3 


880 


13 


CZ958166 


CZ958166 307672 To 




7 


40.6 


4 .3 


470 


6 


AY 915 77 2 


AY915772 Schistoso 


c 


8 


40.6 


4 .3 


470 


9 


CX862203 


CX862203 SJE_BC_C0 


c 


9 


40.6 


4 .3 


506 


3 


BU767728 


BU767728 SJEBCC0 5 


c 


10 


40.4 


4 .2 


582 


3 


BU877033 


BU877033 V028F05 P 




11 


40.4 


4 .2 


626 


11 


AZ524120 


AZ524120 2 27 PbE 0 8 


c 


12 


40.4 


4 .2 


851 


13 


DU03 8207 


DU 03 82 07 21357 Tom 


c 


13 


40.4 


4 .2 


862 


11 


BH154498 


BH154498 ENTRU94TR 


c 


14 


40.4 


4 .2 


879 


11 


AZ532665 


AZ532665 ENTCF3 0TF 




15 


40.4 


4 .2 


911 


11 


AZ53 0670 


AZ 53 06 7 0 ENTDH79TF 
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